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Applied Biosystems™ QuantStudio” 6 and 7 Flex S2AtE = PCR X

X i = H EFR , BXMStart > All programs > Applied

Biosystems > QuantStudio™ Real-Time PCR Software > QuantStudio™

QuantStudio™ Real-Time PCR Software

s Experiment Q Analyze
x Setup Quickstart Expeniment

- New Gene
= Instrument
Template ol Coasil - Expression

(\79 ReadiApp

2. & “Setup” THY “Experiment Properties” Ao

{e] Experiment: 2014-12-02 104221 Type: Standard Curve Reagents: TagMan® Reagents

. How do you want to identify this experiment?
E | * Experment Hame: [2014-1202 104221 Comments: ~
Barcode;

Usar Hame:

Which instrument type are you using to run the experiment?

Ay
Quantstudio™ & Flex System < QuantStudio™ ¥ Flax System VIA™  System
Wain Method
Which block are you using to run the experiment?
O ../ 304 Well J L Array Cand Ofs-Wiell {0.2ml} Fast 96-Whell (0.1mL}

What type of experiment do you want to set up?

< Standard Curve L Relative Standard Curnva | Comparative C1 (AACT) | Halt Cunve

Presendce/ Absence

High Resobution Melt Geno byping

Which reagents do you want to use to detect the target sequence?

s TagMan® Reagents SYRR® Green Reagents | Other

What properties do you want for the instrument run?

o Standard Fast

2.1 HINSLIG & FR (Experiment Name).

iq Experiment: 2014-12-02 104221 Type: Standard Curve Reagents: TagMan® Reagents
» How do you want to identify this experiznent?
g * Experiment Name: |2014-12.02 104221 Comments:

\ Setup

o T
User Name:
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IEFF{L AT KB K Block£EY,

Which instrument type are you using to run the experiment?

[ Quantstudio™ 6 Flex System | |/ QuantStudio™ 7 Flex System | | ViIA™ 7 System |

Which block are you using to run the experiment?

[7 384-Well ] ( Array Card [ 96-Well (0.2m1) ] ( Fast 95-well (0.1m) |

s Comparative Cr (AACT) Melt Curve

Standard Curve J Relative Standard Curve

|
J
High Resolution Melt J Genotyping J { Presence/Absence

% 35K 7 # 2E . TagmaniR § 5% 1% #F “Tagman Reagents”, SYBREE#} 5% ik %
“SYBR Green Reagents”.

Which reagents do you want to use to detect the target sequence?

v TaqMan® Reagents SYBR® Green Reagents Other

EIRFBEITER . LBIRFIEE “Standard”, RIFIXFIEFE “Fast"s
What properties do you want for the instrument run?

4 Standard Fast

i£3E “Setup” THY “Define” AMKEREEZFR (Target) FHEMBZFR
(Sample).

B Experiment: 2014-12-02 150852 Type: Comparative Cr (AACT) Reagents: TagMan® Reagents z

Reporter Quencher Color

olor
FaM v [nFg-mee vh v
Sample 1 ! v

vIC NFQ-MGB vh v

\ Setup
n

<

£ “Targets” Tm& “New”, RMFFMERE. £ “Target Name” HiRigHERE =
R, “Reporter” 1 “Quencher” HE#FFAIRICH KA ERARFERER. T
“Quencher” HYIEEE, MR EMGBIREH, HIEENFQ-MGB; 1R BTAMRAR
£, IHRFETAMRA; R ZE MR NAVIER L Z R EFNiEFNone.

£ “Samples” T/ “New”, HFmEFEMN#SHE. £ “Sample Name” H4xiE+Em
R

£ “Analysis Settings” Ti&#F & & H) “Reference Sample” (B &)
“Endogenous Control” (REEHE).
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File Edt Instument Analyss Took Help
[E] New Experiment » 25 Open... | Save » Ei Cose Ul Import... - 49 CreateSide... &) Print Report...

E‘ Experiment: QS6_QuantStudi... Type: Comparative Crt (AACT) Reagents: TagMan® Reagents

AL ] dew  Savelo Library ew  Save to Library Delete
™, Setup

Target Name Reporter Quencher | Col... Sample Name Color

e Bl b R i A S il i -
Properties TGF-8 FaM w |NFQ-MGE v_ w | |Lung _ -
GAPDH viC v [NFQ-MGB v_ v |uwver _ v
Heart _ w

Assign i 2

Run Method Biological Replicate Groups Analysis Settings

New

Biological Group N... | Color Comments /
Reference Sample: Liver

Endogenous Controk \GAPDH

T T T

==zz

Name Color Icon Char

iEFE “Setup” THY “Assign” FE4miEtEmiR. FIABEAREIESRIERIEERN
fl, REAEEZMHEEREAR, BT “Task” @EHFIEEZRNFLALER (U
KFRKRMHER, NKRAMEITR).,

Fie Edt Instrument Analyss Tools Help

(] Mew Experment =[5 Open... ko Save - B Close Ep) Import... » &9 Create Side... £} Print Report...

|;| Experiment: QS6_QuantStudi... Type: Comparative Cr (AACr) Reagents: TagMan® Reagents

: ;i\ Setup

Experiment
Properties

Define A ﬂ u

] 2 [3 4 ]s[e] 789 te]nli

| e o |
| R . = |
FEEIPPs 555
' ad I etd
FEFOINE 5 5T
PR T
L L T e

o

m

-

[1]

x

" wels: [[ 60 [ 6 30 Empty
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5. £ “Setup” TH) “Run Method” Fi, HEIEITHM-

File Edt Instrument Analyss Took Help
[E5] Mew Experiment = | L5 Open... [ Save = B Close { Import... = &® Create Shde... &b Print Report...

|:] Experiment: QS6_QuantStudi... Type: Comparative Ctr (AACT) Reagents: TagMan® Reagents

~

Reaction Volume per Welk 20| et i A 2 NV AAEFH

~, Setup

Experiment
Properties

Define

Hold Stage PCR Stage

Assign

Mumber of Cycles:

L
Starting Cycle:

100 *C_|

- @ ) \_
BTN | pa | N\
: P o
ac]  mee O S R ——s

L x t

ovc] —— BAERN SRS,
Step1 Step2 Step1 5
HRESEFHRE "

< pu———
Legend
’V Data Collection On ~ = Data Colection OFf A AutoDeka On A AutoDeka OFf

A

6. IZE “Run” TBY “Amplification Plot” R i@, =i “Save As” REXH, =i
“Start Run” FIBIE1T-
File Edit Instrument Analysis Tools Help

{%]C W i { Create Slide... £ Print Report...

Run Status: Not Started

| - o
TR Amplification Plot

Run Method

5 Applied Biosystems™ QuantStudio™ 6 and 7 Flex SEA7,Z& PCR X
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7. L BITERRE, #HAN “Analysis” R, SA LA “Analyze” RSP HETE
HEETBER

| Fie Edt Instument Analysis Tools Hep
[i2] New Experiment + 5 Open... [l Save « =} Close ::-ri. Import... + & Create Shide... () Print Report...

El Experiment: Q56_Quants arative C1 (AAC... Reagents: TagMan® Reag... l"-mlv-‘! Analysis Settings ,2,
EdrE Eﬁﬁmﬂ‘ii‘i

Amplification Plot

Plot Settings
Plot Type:[aRn vs Cycle v | Graph Typeillog v Plot Color: well o
[8Rn vs Cycle 5| {tog i LTS =

< »

£ pa B E | |W\a o
W Amplification Plot o o
Analysis
I 11 c|d o
-l—c HETHEEZR
Multico t Q) H Bean L 0 A AL
e | € CEELTTEOEEEr
Raw Data Plot U-"“ Brain | Brain | Brain  Liver Liver Liver
B sauaaoommmunu
b ﬁ%chﬁn T EEEEEEEEEE
Cycle F win | Brain | Brain | Lime 1 Ui ﬁr
Multiple Plots View el i F B B uooom O oD oo
A e Bic Do ME HF Hc HH A, A, A AT A,
Gene Expression < ﬁ%ﬁiﬂﬁﬁ@ i Db Baoam & rain b & &
Qc Plot uptions | ’ Brain | Brain = Brain = Liver Liver Liver
R | e e L 1 1 CaCaCIe
Chue [71 Throchnld — ] Bacalng €arts Wial B Tarnat 4 Bacolina Ends Wtfal
F = % wels: [ 60 [ 6 30 Emoty

A Well Summary: In Plate: 96 Set Up: 66 Anahyzed: 66 Fiagged: 0 Omitted by Analysis: 0 Omitted Manualy: 0 Samples Used: 4 Targets Used: 2

71 EEBEEMBEZ: WERRIAER “Auto” TheEEENEER&MEELZ. TEHE
Rk EBREEBEENEE, EshowFH “Threshold” & “Baseline” %%
T8, 18t E LS HIMBMWELSCEMEEZ. 304§ “Auto” BIEMAE
B, FaNEEELRBEZ.

0.001 =+

2 & 8 2 W W W W OB N R X M M N R X N E O

Cycle
Legee
BT EsAmaE | BTG REEL
Options _/ /’

Target: RNase P |~ Threshold: .Auto

warsw TRESMBER L Anaend: 96 —

§) Applied Biosystems™ QuantStudio™ 6 and 7 Flex SLA7,Z= PCR X
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Amplification Plot

ARN
<

074216

/4

FE R EELANBEEZL ||

0001 /ﬂ/ EE=AVAVEL

2Py 8 8 0 o1z Ww w2 o2 o: B B W ® % B oW @
Cycle

Lagena
A 8 Mc Mo MWE WF - ="

P Auto ¢
) o N

Target:lRNasaP ~ | Threshold: [] Auto |0.074216

Show: [#] Threshold — [] Baseline Start: Wel M Target & Baseline End: Well (M Target a

Wel
Well Summary: In Plate: 96 Set Up: 96 Analyzed: 96 Flagged: 0

=i Gene Expression” &&ZEREFTIAHERKE.
Fia Edt Instrument Anakss Took Hep
(=] New Experment = 5 Open... [ Seve - B Cose if, Import... ~ &9 Create Side... [Sh Print Report...

E| Experiment: Quantst... Type: T (AAC... Reagents: TagMar

Plot Settings

r— z
Plot Type: RQ vs Sample » Graph Type:|Linear v Onentation: Vertical Ba
¢ 5 = Onnit 581\'\‘”! Target CT Mean ACT Me... ACT SD
TR e 1 [ lung TGF-8 30115 2647 015
R P a iy i i 2 [ Heat TGF-8 29135 -3.806 0.156
3 ] Bran TGF-8 27.529 =5.367 0.037
R@Q vs Sample 4 Liver TGF-8 29.799 -2.960 0.158
5 Lung GAPDH 32.762
s & Heart GAPDH 3294
25 527 7] Bran GAPDH 32.806
50 a8 Liver GAPDH 32,768
45
Amplification Plot
401
Multicomponent 38
Pt g 30
Raw Data Plot 251
201 1785
QC Summary 151
104 ] oa8
Hultiple Plots View 051 I .
00+
g % : 2
: H 2 i 3
i Sample
g
| R
& 2}
A well Summary: tn Slate: 96 Sat Up: 66 Arabyze: 66 Fagged: 0 Omited by Analysi: Cwmitied Marualy: 0 Sampies Usect: 4 Targets Used:

%TFSYBR Greenstifi, 7 “Melt Curve Plot” REPEERRRZ.

Applied Biosystems™ QuantStudio™ 6 and 7 Flex SEA7,Z& PCR X
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Melt Curve Plot
Plot Settings >

Plot |Derivative Report... v: Target |All v: Color Sample V:

|:| Save current settings as the default

AL iy 2 &y =
Melt Curve Plot

Derivative Reporter {—Rn

65.0 T0.0 75.0 80.0 85.0 0.0 g5.0

Temperature (*C)

Legend

. Sample 1

EE “QC Summary” &R: RNFLEESEBERER, SHIE=fA, ¥F1KF
B—MER, 2 RKFTEAFRMIER, L., FHREERBRAGRLIE “Flag
Details” H&EE.

Fie Edt Instrument Analss Toos Heip
[E] Mew Experment - 5 Open... b Save - B Close o) Impodt.., - &P Create Side... &) Print Report...

H )S6_Qu - : Co e Cr (AAC... Reagents: TaqMa Analysis Settings

>

Description Freg.. Wells

AMPNC __ |Ampification in control

0 BADROX |Bad passve reference signal
OFFSCALE [Fluorescence & offscale

g HIGHSD |High standard deviation in rephat...
NOAMP _ [No amplfcation

NOISE Noise higher than others in plate

SPIKE Nose spkes

[T_JOS]GHAL No signal in wel

QUTLEE... [Outher in rephcate group

EXPFAIL _|Exponental algorthm faled

Amplification Plot BLFALL _[Baseine algorthm faled

«(0 a

5|0 o

<@ o

IR EEEEEE

w

I T | 118 Beain in  Brain
L‘a:“mmm Flag: AMPNC—Amplfication in negathv 4 Plu a o 00 o om
Flag Detail: A sequence amplfied in a negath E%ﬁﬂ& jj %

Raw Data Plat . " .
2 reaction, | Bran
/ ! .

]
=H
=F

|y
my
B
=13

Flag Criteria; Ct = 35.0
W mmary
s Flagged Wells: D1

Eran
Multiple Plots View forn Fi [ |

a8

a8

=H
B; B 8 B

)
o
Gene Expression s :u B aabo E-n E-n Eu In!m E
- LLLLLTEEEEY
ul
T Total Wiels: %6 | Processed W... 66 Manualy Omicted W... 0 | Targets Us... 2 . o o ﬂ

Welks Sat ... 66 | Fagged Welks: 1 Analysis Omitted Welk: 0 | Samplas Us... 4 Ll
wets: [so 7 30 Ermg

A ‘Well Summary: In Pates 96 Set Up: 66 Anatyred: 66 Flagged: 1 Crmitted bry Anafysis: 0 Omitted Manualy: 0 Sampies Used: 4 Targets Us
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8. HiESFH: 7 Export” FE NFHFEBRHIE.

Flo Ede Instument Anshss Took Help
] Mew Experment - | 5 Open.. | Save + B Cose b Import. - G Create SMe.. & PontReport..

1Y

[ Auto Export Format : QuantStudio 657 - Export Data To: (5 One Fle ) Separate Fles [Z] Open fle{s) when export s complete
Export Fle Locatiof |C-\tpplied Biosystems\QuantStudio Real-Time PC E ort Fle Mame: Q56 QuantStudmn&6-Well Comparativ) Fle Typa: I_I._j [=ds) =
BERE=SHRIEER
™ v

Select Content well \iwll Position Sample Name  Sample Color Biogroup Name [ Blogroup Color  Targ
AN Fields o 1A1 TGFE
[#] wel : ::
[ wek Postion ; E
[=] S5amgple Hame 6 AG
TAT GAPDE
[#] Sample Color BAS
= Qs
2] Biogroup Name 10410
[¥] Biagroup Calar 1; :1;
12 A1
[¥] Target Hame 1361 TGFE
14 B2
[#] Target Color 1582
16 B4
Task 17 BS
Riepartar lec
= 19E7 GAPDE
¥ Quencher 2086
2169
[#] Quantity 22810
2011 ¥
¥ Comements I T =

Applied Biosystems™ QuantStudio™ 6 and 7 Flex SEA7,Z& PCR X
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